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Methods: Acute myocardial ischemia was induced in 9 anesthetized pigs
by balloon coronary occlusion (left coronary descending artery, n=6). Radial
and circumferential strain by speckle tracking were computed in the 6 mid
short axis segment using 2D echocardiography data acquired at 5’, 15’, 30’and
60’of induced ischemia.
Results: Reduced in peak circumferential (–16%±2 vs. –6±2% p=0.04) and
radial (45±5% vs. 17±6 p=0.002) strain occurred early after 5’of coronary
occlusion and persisted during ischemia. Interestingly, reduced in peak radial
strain (45±4% vs. 22±5% p=0.0005) was also observed in control segments
(Figure) during the first stage of ischemia (5’). Compared to ischemic seg-
ments, impaired contraction in control segments was brief and recovered after
15’ of ischemia. Importantly only radial but not circumferential strain was
affected in control segments.
Conclusions: A brief reduction in radial motion was observed during acute
myocardial ischemia in control segments. This may explain the occurrence of
transient and extensive myocardial dysfunction during acute coronary syn-
dromes despite limited lesions.
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Background: Pathophysiological role of arginase I (ARG I) on vascular
disease have been extensively documented, and some recent studies support a
role for ARG I in the initiation, development and complications of coronary
artery disease (CAD). The aim of the present study is to investigate the pos-
sible association between rs 2781666 G/T polymorphism of ARG I gene and
myocardial infarction (MI) in the Tunisian population.
Methods: A total of 318 patients with MI and 282 healthy controls were
included. The rs 2781666 G/T polymorphism of ARG I was determined by
Polymerase Chain Reaction Fragment Length Polymorphism (PCR-RFLP)
analysis.
Results: Patients with MI had significantly higher frequency of TT geno-
type compared to controls [10.4 % vs 6.7 %; OR (95 % CI), 2.20 [1.20-4.04],
p<0.001]. The MI patients showed higher frequency of T allele compared to
the controls [0.33 vs 0.22, OR (95 % CI), 1.79 [1.37-2.34], p<0.001]. The
association between rs 2781666 G/T polymorphism of ARG I gene and MI
remained significant after adjustment for other well-etablished cardiovascular
risk factors.
Conclusion: Our results showed a significant and independent association
between rs 2781666 G/T polymorphism of ARG I gene and MI in the Tunisian
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